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gtgagccaga actcatcttc tttgctcgaa acctggcgcc aagttgttgc cgatctcaca 60 
actttgagcc agcaagcgga cagtggattc gacccattga cgccaactca acgtgcatat 120 
ttgaacctga cgaagccgat tgccatcgtc gatggctacg ccgtgctgtc cacacccaac 180 
gcgatggcaa aaaatgtcat tgaaaacgat ttgggcgatg ctttgacccg tgtgttgtcg 240 
ctgcgcatgg gccgatcatt cagcttggct gtcagtgtgg agcctgagca ggaaattcca 3 00 
gaaaccccag ctcagcagga gtttaaatat cagcctgacg cacctgtgat ctcttccaac 3 60 
aaggcgccaa agcagtatga agttggtggt cggggagagg cgtcgacaag cgacggctgg 420 
gaacgtaccc actctgcacc ggctcccgag ccgcacccgg cacctatcgc cgatcctgag 480 
ccagagctgg ccaccccgca gcgcattccg cgcgaaaccc cagctcacaa ccctaatcgg 54 0 
gaagtgtccc tcaacccgaa atacactttt gaaagcttcg tgatcgggcc gttcaaccgt 600 
ttcgccaatg cagccgcagt tgctgtggcg gaaagcccag cgaaagcttt caacccgctg 660 
tttatttccg gcggttccgg cttgggcaaa actcacctgc tgcacgcagt aggaaattat 720 
gctcaagaat tgcagcctgg cctgcggatt aagtacgtct caagtgagga attcaccaac 780 
gactacatca actccgtgcg agatgaccgc caggaaacct tcaagcgccg ctaccgcaac 840 
ctggatatcc tcatggtcga tgacatccag ttcctggctg gcaaagaagg cacccaggaa 900 
gagttcttcc ataccttcaa cgcattgcac caggcagata agcaaattat tttatcctcg 960 
gaccgcccac ccaagcagct gaccacgctg gaagatcgcc tgcgcacccg cttcgaaggt 1020 
ggcctgatta ctgatattca gccacctgac ctggaaactc gcatcgcgat tttgatgaag 1080 
aaggcccaaa ccgatggcac gcacgtggat agggaagtcc tcgagctcat tgccagccgc 114 0 
tttgaatctt cgatccgtga attggaaggc gcactgattc gtgtgtctgc ctattcttcg 1200 
ttgattaatc agccgatcga taaagaaatg gccatcgtgg cgctgcgcga tatcctccca 1260 
gaacctgagg atatggaaat caccgcaccg gtgatcatgg aggtcactgc ggaatatttt 1320 
gaaatttccg tggatacact ccgtggagca ggcaaaactc gtgcggtcgc gcatgcacgc 13 80 
caactggcga tgtacctgtg ccgcgagctc accgatatgt cattgcccaa gatcggtgat 1440 
gtgttcggcg gaaaagacca cacaactgtc atgtacgcgg atcggaagat tcgccaagaa 1500 
atgacagaaa agcgcgatac ctacgatgaa atccagcaac ttacccagct gattaagtcg 156 0 
cgcggacgta actaagacct gtttagcgtg gcgctaaatt acaaaattta gctctgctgc 1620 
tcttgaagac ccatcttcgg atgggtcttt ttgtaattta ggggttgtgc agggattttg 1680 
tggataactt ccgataaaag cccagctcac aaa'gttatcc acaaccttat tcacagcagt 1740 
gtaattacaa acttgtaatt cagtgagctt tgtcacagga aatgtgattc cgcggaactt 1800 
tccgccctgt gcacaactcc ccaaaaattg gggataagct ggggatacat ctgcacagac 1860 
tggggataaa atccgtacct tgaaatctat ccacagatag acaaagttat ccacaatcaa 1920 
ttcacaaccc agttcacacg ccagaattcc gcgactacct tgtaaaacaa tggtctatcc 1980 
acagtttcaa caggacttac tgttattacc aattttttac ctagaaatta actaaaagaa 2040 
a< 3 a< 3 < 3 < 3'3 < 3 t ^ gggagaaagc ttcgtgggtg agctcaatgc tcacgaaact tcagcgaaag 210 0 



Volumf in drive D:\ is^^ T sCLiP_CD 
Directory of D: \ 



<DIR> 
<DIR> 



SEQ2.txt 25891 KB 12/13/00 



1 file(s) 

Total filesize 25891 KB 

2 folder(s) 

0 • kilobytes free 



